
RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/650, 326A 



DATE: 04/26/2004 
TIME: 09:51:48 



Input Set : A:\SEQUENCE LISTING.txt 
Output Set: N;\CRF4\04122004\J650326A,raw 



3 <110> APPLICANT: CUR IS INC. AND WASHINGTON UNIVERSITY 

5 *120> TITLE OF INVENTION: CONJOINT ADMINISTRATION OF MORPHOGENS AND ACE INHIBITORS IN 

6 TREATMENT OF CHRONIC RENAL FAILURE 
8 <130> FILE REFERENCE: JJJ-P01-599 

10 <140> CURRENT APPLICATION NUMBER: 10/650, 326A 

11 <141> CURRENT FILING DATE: 2003-08-28 
PRIOR APPLICATION NUMBER: 60/406,431 

PRIOR FILING DATE: 2002-08-28 OOQS hi a* /-i 

NUMBER OF SEQ ID NOS : 31 Cftfettferf A 1 ^JTlplu 

SOFTWARE: Patentln version 3.2 UiS tefro fci * 

SEQ ID NO: 1 ~- *-\ .VfW- 

LENGTH: 139 



13 
14 

i6 

18 
20 
21 
22 
23 
25 



<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<400> 



TYPE: PRT 

ORGANISM: Homo sapiens 
SEQUENCE: 1 



27 


Ser 


Thr 


Gly 


Ser 


Lys 


Gin Arg 


Ser 


Gin Asn Arg Ser Lys Thr Pro Lys 


28 


1 








5 






10 


15 


31 


Asn 


Gin 


Glu 


Ala 


Leu 


Arg Met 


Ala 


Asn Val 


Ala Glu Asn Ser Ser Ser 


32 








20 








25 


30 


35 


Asp 


Glh 


Arg 


Gin 


Ala 


Cys Lys 


Lys 


His Glu 


Leu Tyr Val Ser Phe Arg 


36 






35 








40 




45 


39 


Asp 


Leu 


Gly 


Trp 


Gin 


Asp Trp 


lie 


lie Ala 


Pro Glu Gly Tyr Ala Ala 


40 




50 








55 






60 


43 


Tyr 


Tyr 


Cys 


Glu 


Gly 


Glu Cys 


Ala 


Phe Pro 


Leu Asn Ser Tyr Met Asn 


44 


65 


Thr 








70 






75 80 


47 


Ala 


Asn 


His 


Ala 


lie Val 


Gin 


Thr Leu 


Val His Phe He Asn Pro 


48 










85 






90 


95 


51 


Glu 


Thr 


Val 


Pro 


Lys 


Pro Cys 


Cys Ala Pro Thr Gin Leu Asn Ala lie 


52 








100 








105 


110 


55 


Ser 


Val 


Leu 


Tyr 


Phe 


Asp Asp 


Ser 


Ser Asn 


Val He Leu Lys Lys Tyr 


56 






115 








120 




125 


59 


Arg 


Asn 


Met 


Val 


Val 


Arg Ala 


Cys Gly Cys 


His 


60 




130 








135 








63 


<210> SEQ ID NO 


: 2 











64 <211> LENGTH: 97 . 

65 <212> TYPE : PRT 

.66 <213> ORGANISM: Homo sapiens 
68 <400> SEQUENCE: 2 

70 His Arg Arg Leu Arg Ser Gin Glu Arg Arg Glu Met Gin Arg. Glu He 



71 1 



10 



15 



74 Leu Ser He Leu Gly Leu Pro His Arg Pro Arg Pro His Leu Gin Gly 



75 



20 



25 



30 



78 Lys His Asn Ser Ala Pro Met Phe Met Leu Asp Leu Tyr Asn Ala Met 
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BEST AVAILABLE COPY 



4/26/04 



RAW SEQUENCE LISTING DATE: 04/26/2004 

PATENT APPLICATION: TJS/10/650, 326A TIME: 09:51:48 

Input Set : A: \ SEQUENCE LISTING . txt 
Output Set: N:\CfcF4\04122004\J650326A.raw 

79 35 40 45 

82 Ala Val Glu Glu Gly Gly Gly Pro Gly Gly Gin Gly Phe Ser Tyr Pro 

83 50 55 60 

86 Tyr Lys Ala Val Phe Ser Thr Gin Gly Pro Pro Leu Ala Ser Leu Gin 

87 65 70 75 80 * 

90 Asp Ser His Phe Leu Thr Asp Ala Asp Met Val Met Ser Phe Val Asn 

91 85 90 95 
94 Leu 

.97 <210> SEQ ID NO: 3 - ' 

98 <211> LENGTH: 431 

99 <212> TYPE: PRT 

100 <213> ORGANISM: Homo sapiens 
102 <400> SEQUENCE: 3 

104 Met His Val Arg Ser Leu Arg Ala Ala Ala Pro His . Ser Phe Val Ala 

105 1 5. 10 . 15. \ 

108 Leu Trp Ala Pro Leu Phe. Leu Leu Arg Ser Ala Leu Ala Asp Phe Ser 

109 20 25 30 

112 Leu Asp Asn Glu Val His Ser Ser Phe He His Arg Arg Leu Arg Ser 

113 35 40 45 

116 Gin Glu Arg Arg Glu Met Gin Arg Glu lie Leu Ser He Leu Gly Leu 

117 50 55 60 

120 Pro His Arg Pro Arg Pro His Leu Gin Gly Lys His Ash Ser Ala Pro 

121 65 70 75 80 

124 . Met Phe Met Leu Asp Leu Tyr Asn Ala Met Ala Val Glu Glu Gly Gly 

125 85 .90 95 

128 Gly Pro <Jly Gly Gin Gly Phe Ser Tyr Pro Tyr Lys Ala Val Phe Ser 

129 100 105 * 110 

132 Thr Gin Gly Pro Pro Leu Ala Ser Leu Gin Asp Ser His Phe Leu Thr 

133 115 120 ~ 125 

136 Asp Ala Asp Met Val Met Ser Phe Val Asn Leu Val Glu His Asp Lys 
137- 130 .135 140 

140 Glu Phe Phe His Pro Arg Tyr His His Arg Glu Phe Arg Phe Asp Leu 
1^1 145 150 155 " 160 

144 Ser Lys He Pro Glu Gly Glu Ala Val Thr Ala Ala Glu Phe Arg He 

145 165 170 175 

14 8 Tyr Lys Asp Tyr He Arg Glu Arg Phe Asp Asn Glu Thr Phe Arg He 
149 180 185 190 

152 Ser Val Tyr Gin Val Leu Gin Glu His Leu Gly Arg Glu Ser Asp Leu 

153 195 200 205 

156 Phe Leu Leu Asp Ser Arg Thr Leu Trp Ala. Ser Glu Glu Gly Trp Leu 

157 210 215* ^ 220 

160 Val Phe Asp He Thr Ala Thr Ser Asn His Trp Val Val Asn Pro Arg 

161 225 230 235 240 

164 His Asn Leu Gly Leu Glh Leu Ser Val Glu Thr Leu Asp Gly Gin Ser 

165 245 250 255 

168 He Asn Pro Lys Leu Ala Gly Leu He Gly Arg His Gly Pro Gin Asn 

169 260 265 270 

172 Lys Gin Pro Phe Met Val Ala Phe Phe Lys Ala Thr Glu Val His Phe 

173 275 280 285 
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BEST AVAILABLE COPY 



RAW SEQUENCE LISTING DATE: 04/26/2-004 

PATENT APPLICATION: US/10/650 , 326A TIME: 09:51:48 

Input Set : A : \ SEQUENCE LISTING . tx t 
Output Set: N:\CRF4\04122004\J650326A.raw 

176 Arg Ser lie Arg Ser Thr Gly Ser Lys Gin Arg Ser Gin Asn Arq Ser 

177 290 . 295 300 

180 Lys Thr Pro Lys Asn Gin Glu Ala Leu Arg Met Ala Asn Val Ala Glu 

181 305 310 315 . 320 

184 Asn Ser Ser Ser Asp Glri Arg Gin Ala Cys Lys Lys His Glu Leu Tyr 

18 5 325 330 335 

188 Val Ser Phe Arg Asp Leu Gly Trp Gin Asp Trp He He Ala Pro Glu 
1&9 .340 345 350 

192 Gly Tyr Ala Ala Tyr Tyr Cys Glu Gly Glu Cys Ala Phe Pro Leu Asn 

193 355 360 365 

196 Ser. Tyr Met Asn Ala Thr Asn His Ala He Val Gin Thr Leu Val His 

197 370 375 380 

200 Phe He Asn Pro Glu Thr Val Pro Lys Pro Cys Cys Ala Pro Thr Gin 

201 * 85 390 395 400 

204 Leu Asn Ala lie Ser Val Leu Tyr Phe Asp Asp Ser Ser Asn Val He 

205 405 410 415 

208 Leu Lys Lys Tyr Arg Asn Met Val Val Arg Ala Cys Gly Cys His 

209 420 .425 ~ 430 

212 <210> SEQ ID NO: 4 

213 <211> LENGTH: 139 

214 <212> TYPE: PRT 

215 <213> ORGANISM: Mus TOUSCulus 
217 <400> SEQUENCE: 4 

219 Ser Thr Gly Gly Lys Gin Arg Ser Gin Asn Arg Ser Lys Thr Pro Lys 

220 1.5 10 15 

223 Asn Gin Glu Ala Leu Arg Met Ala Ser Val Ala Glu Asn Ser Ser Ser 

224 20 .25 30 

227 Asp Gin Arg Gin Ala Cys Lys Lys His Glu Leu Tyr Val Ser Phe Arg 

228 35 40 45 

231 Asp Leu Gly Trp Gin Asp Trp lie He Ala Pro Glu Gly Tyr Ala Ala 

232 50 55 60 

235 Tyr Tyr Cys Glu Gly Glu Cys Ala Phe Pro Leu Asn Ser Tyr Met Asn 

236 65 70 * .75 * 80 
239. Ala Thr Asn His Ala lie Val Gin Thr Leu Val His Phe He Asn Pro 
240 85 90 95 

243 Asp Thr Val Pro Lys Pro Cys Cys Ala Pro Thr Gin Leu Asn Ala He 

244 100 105 110 

247 Ser Val Leu Tyr Phe Asp Asp Ser Ser Asn Val He Leu. Lys Lys Tyr 

24 8 115 120 • 125 

251 Arg Asn Met Val Val Arg Ala Cys Gly Cys His 

252 130 135 

255 <210> SEQ ID NO: 5 

256 <211> LENGTH: 139 

257 <212> TYPE: PRT 

258 <213> ORGANISM: Homo sapiens 
260 <400> SEQUENCE: 5 

262 Ala Val Arg Pro Leu Arg Arg Arg Gin Pro Lys Lys Ser Asn Glu Leu 

263 1 5 io 15 

266 Pro Gin Ala Asn Arg Leu Pro Gly He Phe Asp Asp Val His Gly Ser 
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h Page 4: " ' 



RAW SEQUENCE LISTING DATE: 04/26/2004 

PATENT APPLICATION : US/10/650 , 326A TIME: 09:51:48 

input Set : A:\SEQUENCE LISTING- txt 
Output Set: N;\CRF4\04122004\J650326A.raw 

^ 267 20 25 30 

270 His Gly Arg Glri- Val Cys Arg Arg His Glu Leu Tyr Val Ser Phe Gin 

271 35 40 45 

274 Asp Leu Gly Trp Leu Asp Trp Val He Ala Pro Gin Gly Tyr Ser Ala 

275 50 55 60 

278 Tyr Tyr Cys Glu Gly Glu Cys Ser Phe Pro Leu Asp Ser Cys Met Asn 

279 65 70 .75 80 

282 Ala Thr Asn His Ala He Leu Gin Ser Leu Val His Leu Met Lys Pro 

283 85 90. 95 

286 Asn Ala Val Pro Lys Ala Cys Cys Ala Pro Thr Lys Leu Ser Ala Thr 

287 100 105 110 

290 Ser Val Leu Tyr Tyr Asp Ser Ser Asn Asn Val He Leu Arg Lys His 

291 115 120 125 

294 Arg Asn Met Val Val Lys Ala Cys Gly Cys His 

295 130 135. 

298 <210> SEQ ID NO: 6 

299 <211> LENGTH: 139 

300 <212> TYPE: PRT 

301 <213> ORGANISM: Mus musculus" 
303 <400> SEQUENCE: 6 

305 Ala Ala Arg Pro Leu Lys Arg Arg Gin Pro Lys Lys Thr Asn Glu Leu 

306 1 5 10 15 

309 Pro His Pro Asn Lys Leu Pro Gly He Phe Asp Asp Gly His Gly Ser 

310 '20 . 25 30 

313 Arg Gly Arg Glu Val Cys Arg Arg His Glu Leu Tyr Val Ser Phe Arg 

314 35 40 45 

317 Asp Leu Gly Trp Leu Asp Trp. Val He Ala Pro Gin Gly Tyr Ser Ala 

318 50 55 60 

321 Tyr Tyr Cys Glu Gly Glu Cys Ala Phe Pro Leu Asp Ser Cys Met Asn 

322 65 . 70 75 80 

325 Ala Thr Asn His Ala He Leu Gin Ser Leu Val His Leu Met Lys Pro 

326 85 90 95 

329 Asp Val Val Pro Lys Ala Cys Cys Ala Pro Thr Lys Leu Ser Ala Thr 

330 100 105 110 

333 Ser Val Leu Tyr Tyr Asp Ser Ser Asn Asn Val lie Leu Arg Lys His 

334 115 120 125 

337 Arg Asn Met Val Val Lys Ala Cys Gly Cys His 

338 130 135 

341 <210> SEQ ID NO: 7 

342 <2 11 > LENGTH: 588 

343 <212> TYPE: PRT 

344 <213> ORGANISM: Drosophila melanogaster 
346 <400> SEQUENCE; 7 

348 Met Arg Ala Trp Leu Leu Leu Leu Ala Val Leu Ala Thr Phe Gin Thr 

349 1 5 10 15 

352 He Val Arg Val Ala Ser Thr Glu Asp ile Ser Gin Arg Phe He Ala 

353 20 25 30 

356 Ala lie Ala Pro Val Ala Ala His Ile Pro Leu Ala Ser Ala Ser Gly 

357 35 40 45 
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4/26/04 



360 


Ser 






361 




o u 




364 


Thr 


Jil T.oi i 
#V4.d J-icU. 


Ala Lys 


365 


65 




368 


Ser 


Asp Ser 


Asp Lys 


369 






85 


372 


Lys 


Ser Asp 


Ala Asn 


373 






100 


376 


Asp 


O In T m « 

vjin i_»eu 


Glu Asn 


377 




115 




380 


Pro 


Asn HIS 


Asn Lys 


381 




ion 
lot) 




384 Lys 


Oar Ui e; 


HIS HIS 




1 A C 

• 145 






388 


Thr 


Glu Ser 


V 

His Gin 


-soy 






165 


3 92 


Pro 


Thr Leu 


vai Leu 


j y j 




180. 


■5Q/T 


Asn . 


Al d J_iy£» 


Mia lie 


3Q7 

-> _7 / 










u. 




Tl 0 T ire 

i ie iiys 


401 




1U 


404 


Glu 


4-J.c ulu 


Lys Ser 


405 


225 






408 


Lys 


lie Asp 


Arg Ser 


409 








.412 


Tyr 


«id V7J.U 


iie Met. 


413 








416 


Pro 


vjj_y lieu 


jjcu i nr 


417 




O *7 C 




420 


Lys 




iiys* lie 


421 




^ u 




424 


Leu 


His Phe 


/\iap. Veil 


425 


305 






428 


Ala 


Glu "Lcm 




429 








432 


Ser 


Arg Ser 


Ser Ala 


433 






340 


436 


He 


Thr Arg 


Val Gly 


437 




355 




440 


Leu 


Asp Thr 


Lys Thr 


441 




370 




444 


Asp 


Val Gin 


Pro Ala 


445 


385 






448 


Tyr 


Gly Leu 


Leu Val 


449 






405 


452 


Pro 


His His 


His Val 


453 






420 


456 


Arg 


Trp Gin 


His Lys 



RAW SEQUENCE LISTING DATE: 04/26/2004 

PATENT APPLICATION: TTS/10/650 ,326A TIME: 09:51:48 

Input Set : A : \ SEQUENCE LISTING . txt 
Output Set: N:\CRF4\04122004\J650326A.raw 



55 60 
Ala Phe Asn Pro Phe "ser Glu Pro Ala Ser Phe 
? 0 75 80 

Ser His Arg Ser Lys Thr Asn Lys Lys. Pro Ser 

30 95 
Arg Gin Phe Asn Glu Val His Lys. Pro Arg Thr 

105 . .110 
Ser Lys Asn Met Ser Lys Gin Leu Val Asn Lys 

120 125 
Met Ala Val Lys Glu Gin Arg Ser His His Lys' 

135 140 
Arg Ser His Gin Pro Lys Gin Ala Ser Ala Ser 
150 155 160 

Ser Ser Ser lie Glu Ser lie Phe Val Glu Glu 

170 175 
Asp Arg Glu Val Ala Ser He Asn Val Pro Ala 

185 190 
He Ala Glu Gin Gly Pro Ser. Thr Tyr Ser Lys 

200 205 
Asp Lys Leu Lys Pro Asp Pro Ser Thr Leu Val 

215 220 
Leu Leu Ser Leu Phe Asn Met Lys Arg Pro Pro 
230 235 * . 240 

Lys He He lie Pro Glu Pro Met Lys Lys Leu 

250 255 
Gly His Glu Leu Asp Ser Val Asn He Pro Lys 

265 270 
Lys Ser Ala Asn Thr Val Arg Ser Phe Thr His 

280 285 
Asp Asp Arg Phe* Pro His His His Arg Phe Arg 

295 300 
Lys Ser He Pro Ala Asp Glu Lys Leu Lys Ala 
310 315 . 320 

Thr Arg Asp Ala Leu Ser Gin Gin Val Val Ala 

330 335 
Asn Arg Thr Arg Tyr Gin Val Leu Val Tyr Asp 

345 350 
Val Arg Gly Gin Arg Glu Pro Ser Tyr Leu Leu 

360 365 
Val Arg Leu Asn Ser Thr Asp Thr Val Ser Leu 

375 380 
Val Asp Arg Trp Leu Ala Ser Pro Gin Arg Asn 
390 395 400 

Glu Val Arg Thr Val Arg Ser Leu Lys Pro Ala 

410 * 415 

Arg Leu Arg Arg Ser Ala Asp Glu Ala His Glu 
425 430 



fiIe://C:\CRF4\OutholdVVsrJ650326A.htm 



<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<22X> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<220> 





Mb 



fTry 



SEQ ID NO 24 
LENGTH: 97 
TYPE: PRT 

ORGANISM: (Artificial 
FEATURE: 

NAME /KEY; Variant / vvujv— - I 

LOCATION : (2) . - (2) r \ ^° 'JL* 

OTHER INFORMATION: .Xaa is /Try! or Lys v — 
FEATURE: I J — ... 

NAME/KEY: Variant 
LOCATION; (3) . . (3) ^ 
OTHER INFORMATION: Xaa is Val or He 
FEATURE : 

NAME /KEY : Variant 

LOCATION: (4) . . (4) / r 
OTHER INFORMATION: Xaa is Ser, Asp or Glu 
FEATURE: 

NAME/KEY: Variant / 
LOCATION: (6) . . (6) X 

OTHER INFORMATION: Xaa is Arg, Gin, Ser, Lys. or Ala 
FEATURE : 

NAME/KEY: Variant * 
LOCATION: <7) . . (7) 

OTHER INFORMATION: Xaa is Asp or Glu 
FEATURE: 

NAME /KEY: Variant 
LOCATION; (8) , . (8) 

OTHER INFORMATION: Xaa is Leu, Val or He 
FEATURE : 

NAME /KEY: Variant 
LOCATION: (11) . . (11) 

OTHER INFORMATION: Xaa is . Gin, Leu, Asp.f is,/ Asn or Ser 
FEATURE: 

NAME /KEY: Variant 

LOCATION: <12) . . (12) ' / 

OTHER INFORMATION: Xaa is Asp, Arg, Asn or Glu 
FEATURE: 

NAME /KEY: Variant 
LOCATION: (13) . . (13) 

OTHER INFORMATION: Xaa is Trp or Ser 
FEATURE: 

NAME/KEY: Variant 
LOCATION: (14) . . (14) 

OTHER INFORMATION: Xaa is lie or Val 
FEATURE : 

NAME/KEY: Variant 

LOCATION: (15) . . (15) / 
OTHER INFORMATION: Xaa is He or Val 
FEATURE: 

NAME/KEY: Variant 
LOCATION: (16) . . (16) / 
OTHER INFORMATION: Xaa is Ala or Ser 
FEATURE : 

NAME/KEY : Variant 
LOCATION; (18) . . (18) 

OTHER INFORMATION: Xaa is Glu, Gin, Leu, Lys, 
FEATURE: 





/ 



CvJflflc 



Pro or Arg 



) 

) 



<221> NAME/KEY: Variant ■ 
<222> LOCATION: (19) . , (19) S 
<223> OTHER INFORMATION: Xaa is Gly or Ser 
<220> FEATURE: 
<221> NAME/KEY: Variant 

<222> LOCATION: (20) . . (20) f 
<223> OTHER INFORMATION: Xaa is Tyr or Ser 
<22fQ> FEATURE: 
<221> NAME/KEY: Variant 
<222> LOCATION: (21).. (21) 
<223> OTHER INFORMATION: Xaa is Ala, Ser, Asp, Met, His, Gin, Leu or Gly 
<220> FEATURE: 
<221> NAME/ KEY: Variant 

<22 2 > LOCATION: (23) . . (23) <~ 
<223> OTHER INFORMATION: Xaa is Tyr, Asn or Phe 
<220> FEATURE: 
<221> NAME/KEY: Variant 

<222> LOCATION: (26) . . (26) f 

<223> OTHER INFORMATION: Xaa is Glu, His, Tyr, Asp, Gin, Ala or Ser 

<220> FEATURE: . 

<221> NAME/KEY: Variant 

<222> LOCATION: (28) . . (28) / . 

<223> OTHER INFORMATION: Xaa is Glu, Lys, Asp, Gin or Ala 
<220> FEATURE: 

<221> NAME/KEY: Variant / 

<222> LOCATION: (30).. (30) ' 

<223> OTHER INFORMATION: Xaa is Ala, .Ser, Pro, Gin, He or Asn 

<220> FEATURE: * 

<221> NAME/KEY: Variant {. 

<222> LOCATION: (31) . . (31) 

<223> OTHER INFORMATION: Xaa is Phe, Leu or. Tyr 

<220> FEATURE: 

<221> NAME/ KEY : Variant 

<222> LOCATION: (33).. (33) / 
<223> OTHER INFORMATION: Xaa is Leu, Val or Met 
<220> FEATURE : 

<221> NAME /KEY : Variant / 
<222> LOCATION: (34) . . (34) 

<223> OTHER INFORMATION: Xaa is Asn, Asp, Ala, Thr or Pro 
<220> FEATURE: 

<221> NAME/KEY: Variant / 
<222> LOCATION: (35) . . (35) ' * 

<223> OTHER INFORMATION: Xaa is Ser, Asp, Glu; Leu, Ala or Lys 
<220> FEATURE: 

<221> NAME/KEY: Variant / 

<222> LOCATION: (36) . . (36) ' 

<223> OTHER INFORMATION: Xaa is Tyr, Cys, His, : Ser or He 

<220> FEATURE: 

<221> NAME/KEY: Variant 

< 2 22 > LOCATION: (37) . . (37) ' 

<223> OTHER INFORMATION: Xaa is Met, Phe, Gly or Leu 

<220> FEATURE: 

<221> NAME/ KEY : Variant 

<222> LOCATION: (38) . . (38) ' 
<223> OTHER INFORMATION: Xaa is Asn, Ser or Lys 
<220> FEATURE: 
.<221> NAME/KEY: Variant 



<222> LOCATION: (39) . . (39) / 

<223> OTHER INFORMATION: Xaa is Ala, Ser, Gly or Pro 

<220> FEATURE: 

<221> NAME/KEY: Variant 

<222> LOCATION: (40) . . (40) S 
<223> OTHER INFORMATION: Xaa is Thr, Leu or Ser 
<220> FEATURE: * 
<221>. NAME/KEY: Variant 

<222> LOCATION: (44) . . (44) V 
<223> OTHER INFORMATION: Xaa is lie, Val or Thr 
<220> FEATURE: 
<221> NAME/KEY: Variant 

<222> LOCATION: (45) . . (45) ^ 
<223> OTHER INFORMATION: Xaa is Val, Leu, Met or He 
<220> FEATURE: . V * • 

<221> NAME/ KEY: Variant > 

<222> LOCATION: (46) . . (46) f ' 

<223> OTHER INFORMATION: Xaa is Gin or Arg 
<220> FEATURE: . 

<221> NAME/KEY: Variant 

<222> LOCATION: (47) . . (47) * 

<223> OTHER INFORMATION: Xaa is Thr, Ala or Ser 

<220> FEATURE: 

<221> NAME/KEY: Variant 

<222> LOCATION: (48) . . (48) ^ 
<223> OTHER INFORMATION: Xaa is Leu or He 
<220> FEATURE: 

-<221> NAME/KEY: Variant ' 
<222> LOCATION: (49) . . (49) r 
<223> OTHER INFORMATION: Xaa is Val or Met 
•<220> FEATURE: 

<221> NAME/KEY: Variant / 

<222> LOCATION: (50) . .-(50) ' 

<223> OTHER INFORMATION: Xaa is His, Asn or Arg 

<220> FEATURE: 

<221> NAME/KEY: Variant 

<222> LOCATION: (51) . . (51) S 

<223> OTHER INFORMATION: Xaa is Phe, Leu, Asn, Ser, Ala or Val 

<220> FEATURE: 

<221> NAME/KEY: Variant 

<222> LOCATION: (52) . . (52) ^ 

<223> OTHER INFORMATION: Xaa is He, Met, Asn, Ala, Val, Gly or Leu 

<220> FEATURE: 

<221> NAME/ KEY: Variant 

<222> LOCATION: (53). .(53) / 

<223> OTHER INFORMATION: Xaa is Asn, Lys, Ala, Glu, Gly or Phe 

<220> FEATURE: 

<221> NAME/KEY: Variant 

<222> LOCATION: (54) (54) 

<223> OTHER INFORMATION: Xaa is Pro, Ser or Val 

<220> FEATURE: 

<221> NAME/KEY: Variant 

<222> LOCATION: (55) . . (55) /- 

<223> OTHER INFORMATION: Xaa is Qlu, Asp, Asn, Gly, val., Pro or Lys 

<220> FEATURE: 

<221> NAME/KEY: Variant 

<222> LOCATION: (56) . . (56) 



). 



<223> OTHER INFORMATION: Xaa is Thf^Ala, Val, Lys, Asp, Tyr, Ser, Gly, lie or 
His 

<220> FEATURE: ■ 

<221> NAME/KEY: Variant 

<222> LOCATION: (57) (57) ' 
<223> OTHER INFORMATION: Xaa is Val, Ala or lie 
<220> FEATURE : 
<221> NAME /KEY: Variant 

<222> LOCATION: (58) . . (58) ^ 
<223> OTHER INFORMATION : Xaa is Pro or Asp 
<220> 'FEATURE: 

<221> NAME/KEY: Variant ^ 

<2 22 > LOCATION: (59) . . (59) * 

<223> OTHER INFORMATION ; Xaa is Lys, Leu or Glu 

<220> FEATURE: 

<221> NAME/KEY: Variant . 

<222> LOCATION: (60) . . (60) ' 
<223> OTHER INFORMATION: Xaa is Pro, Val or Ala 
<220> FEATURE: 
<221> NAME /KEY: Variant 

<2 22 > LOCATION: (63) . . (63) / 
<223> OTHER INFORMATION: Xaa is Ala or Val 
<220> FEATURE : 
<221> NAME/KEY: Variant 

<222> LOCATION: (65) . . (65) *f %f \ * 

<223> OTHER INFORMATION: Xaa is Thr/Al jbr Glu 
<220> FEATURE: 
<221> NAME/KEY: Variant 

<222>, LOCATION: (66) . . {66) / 
<223> OTHER INFORMATION: Xaa is Gin, Lys, Arg or Glu 
<220> FEATURE: 
<221> NAME/ KEY: Variant 

<222> LOCATION: (67) ; . (67) / 
<223> OTHER INFORMATION: Xaa is Leu, Met or Val 
<220> FEATURE: 
<221> NAME/KEY: Variant 

<222> LOCATION: (68) . . (68) / 
<223> OTHER INFORMATION: Xaa is Asn, Ser, Asp or Gly 
<220> FEATURE: 
<221> NAME/ KEY : Variant 

<222> LOCATION: (69) . • (69) / 
<223> OTHER INFORMATION: Xaa is Ala, Pro or Ser 
<220> FEATURE: 
<221> NAME/ KEY: Variant 

<222> LOCATION: (70) . . (70) / 
<223> OTHER INFORMATION: Xaa is lie, Thr, Val or Leu 
* <220> FEATURE: 
<221> NAME/KEY: Variant 

<222> LOCATION: (71) . . (71) f 
<223> OTHER INFORMATION: Xaa is Ser, Ala or Pro 
<220> FEATURE; 

<221> NAME /KEY: Variant / 
<222> LOCATION: (72) . . (72) / 
<223> OTHER INFORMATION: Xaa is Val, Leu Met or He 
<220> FEATURE: 

<221>. NAME/KEY: Variant y 
<222> LOCATION: (74) . . (74)' 




<223> OTHER INFORMATION: Xaa is Tyr or Phe 
<220> FEATURE: 

<221> NAME/KEY: Variant * / 

<222> LOCATION: (75) . . (75) ' 

<223> OTHER INFORMATION: Xaa is Phe, Tyr, Leu or His 

<220> FEATURE: 

<221> NAME /KEY: Variant 

<222> LOCATION: (76) . ;(76) ' 

<223> OTHER INFORMATION: Xaa is Asp. Asn or Leu 

<220> FEATURE: 

<22l> NAME/KEY: Variant , 

<222> LOCATION: (77) . . (77) / 

<223> OTHER INFORMATION: Xaa is Asp, Glu, Ash, Arg or Ser 

<220> FEATURE: 

<221> NAME/KEY: Variant y 

<222> LOCATION: (78) " . (78) ' ' / 

<223> OTHER INFORMATION: Xaa is Ser, Gin, Asn, Tyr or Asp 

<220> FEATURE: 

<221> NAME /KEY: Variant 

<222> LOCATION: (79) . . (79) f 
<223> OTHER INFORMATION: Xaa' is Ser, Asn, Asp, Glu or Lys 
<220> FEATURE: 
<221> NAME/KEY: Variant 

<222> LOCATION: (80) . . (80) f 
<223> OTHER INFORMATION: Xaa is Asn, 'rtir or Lys 
<220> FEATURE: 'J 
<221> NAME /KEY: Variant 

<222> LOCATION: (82) . . (82) ' 

<223> OTHER INFORMATION: Xaa is lie, Val or Asn 

<220> FEATURE: 

<221> NAME/KEY: Variant f 
<2 22 > LOCATION: (84) . (64) . 
<223> OTHER INFORMATION: Xaa is Lys or Arg 
<220> FEATURE : 
<221> NAME/KEY: Variant 

<2 22 > LOCATION: (85).. (85) / 

<223> OTHER INFORMATION: Xaa is Lys, Asn, Gin, His, Arg or Val 

<220> FEATURE: 

<221> NAME/KEY: Variant 

<222> LOCATION: (86) . . (86) J 
<223> OTHER INFORMATION: Xaa is Tyr, Glu or His 
<220> FEATURE: 
<221> NAME/KEY: Variant 

<222> LOCATION: (87) . . (87) / 
<223> OTHER INFORMATION: Xaa is Arg, Gin, Glu or Pro 
<220> FEATURE: 
<221> NAME/KEY: Variant 

<222> LOCATION: .(88) . .(88) / 

<223> OTHER INFORMATION: Xaa is Asn, Glu, Trpor Asp 

<220> FEATURE: 

<221> NAME/KEY: Variant . 

<222> LOCATION: (90) (90) / 
<223> OTHER INFORMATION : Xaa is Val, thr, Ala or lie 
<220> FEATURE: 

<221>. NAME/KEY: Variant / 
<222> LOCATION: (92), -(92) 

<223> OTHER INFORMATION: Xaa is Arg, Lys, Val, Asp, Gin or Glu 



<220> 
<221> 
<222> 
<223-> 
<220> 
<221> 
.<222> 
<223> 
<220> 
<221> 
<222> 
<223> 
<400> 



■■'.:) 



FEATURE : 

NAME/KEY; Variant 

LOCATION: (93) . . (93) / 

OTHER INFORMATION: Xaa is Ala, Gly, Glu or Ser 

FEATURE: -> * 

NAME/KEY: Variant 

LOCATION: (95) . . (95) - S 
OTHER INFORMATION: Xaa is Gly or Ala 
FEATURE : 

NAME/KEY: Variant 

LOCATION: (97) . . (97) ^ 
OTHER INFORMATION: Xaa is His or Arg 
SEQUENCE: 24 

Leu Xaa Xaa Xaa Phe Xaa Xaa Xaa Gly Trp Xaa Xaa 

1 5 io 

Pro Xaa Xaa Xaa Xaa Ala Xaa Tyr Cys Xaa Gly Xaa 

20 25 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asn His Ala Xaa 

35 40 
Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 

50 . ■ 55 60 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Leu Xaa Xaa Xaa 
65 70 75 

Val X<=ia Leu Xaa Xaa Xaa Xaa Xaa Met Xaa Val Xaa 



85 



Xaa 



90 



Xaa Xaa Xaa Xaa 

.15 

Cys Xaa Xaa Pro 
30 

Xaa Xaa Xaa Xaa 

45 

Cys Cys Xaa Fro 

Xaa Xaa Xaa Xaa 
80 

Xaa Cys Xaa Cys 
95 



-Jo 




4; * /*/vsq, 3Z(°A ) 



<210> SEQ ID NO 31 
<211> LENGTH: 4 
<212> TYPE 
<21, 
^2 

($223^ OTHER INFORMATION 
<4O0> SEQUENCE: 31 

Gly Gly Pro Pro 
1 



>\ FEATURE: ^~ — ' . ydJU-^^- 

y OTHER INFORMATION : : S u -^-' ■ 




- ^ >/W**A /J 



<22Q> FEATURE: 
<221> NAME/KEY; VARIANT 
<222> LOCATION: (46) ... (46) 



4) 



<223> OTHER INFORMATION: Xaa is (Asn, Lys, Val, Thr ox^Gix^ * 



7 



fa jtzZ^'e 






). 




RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/650, 326A 



DATE: 04/26/2004 
TIME: 09:51:49 



Input Set : As\SEQUENCE LISTING. txt 
Output Set: N:\CRF4\04122004\J650326A.raw 



lease Note: 



Be of n and/or Xaa have been detected in the Sequence Listing. Please review the 
equence Listing to ensure that a corresponding explanation is presented in the <220> 
o <223> fields of each sequence which presents at least one n or Xaa. 

-q#:24; Xaa Pos . / t k J J 8 , ll, l/,*A , ll , l| ,lL lL 4 , ^0 ,J , 2& J* Jo t 3A 

sq#:24; Xaa Pos. 33 2& , 3/ yfaM, 3 L Jf, 46,4* r 4* f 4^ ^ 4 A f ^ f . 

2 q#:24; Xaa Pos. 55 , «J 6/, ffi , sd, 56 , 6$,V2, qfe ; <k, eh , M Mni ^{ t lk f lj 

2q#:24; Xaa Pos. 7^7^,40.8^84,8^86,8/7/8^9(0,91^3,96,9/ 

sqff:25; Xaa Pos • 2,3,4,5,7,8,9,11,1^,13,16,17,18,19,20,21,23,24,25,26,28 

2q#:25; Xaa Pos. 31,33,35,36,38,39,40,41,42,43,44,45,49,50,51,52,53,54,55 

*q8:25; Xaa Pos. 56,57,58,59,60,61,62,63,64,65,68,70,71,72,73,74,75,76,77 

BC[#:25; Xaa Pos . 79,80,81,82,83,84,85,87,89,90,91,92,93,95,97,98,100,102 

sq#:26; Xaa Pos. 2,3,4,5 

=iq#:27; Xaa Pos . 1,2,3,4,5,6,7,8,9/10,11,12,13,14,15,16,18,19,20,21,22,23 

-q# :27; Xaa Pos . 24 , 26 , 28 , 30 ; 31, 32 , 33, 34 , 35 , 36 , 37, 38, 39, 40 , 41 , 42 , 43 , 44, 45 

2q#:27; Xaa Pos. 46,47,48,49,50,51,52,53,54,55,56,57,58,59,60,61,63,65,66 

2q#:27; Xaa Pos . 67,68,69,70,71,72,74,75,76,77,78,79,80,81,82,83,84,85,86 

2q#:27; Xaa Pos. 87,88,89,90,91,92,93,95,97 

-q#:28? Xaa Pos. 2,3,4,5,6,7,8,9,10,11,12,13,14,15,16,17,18,19,20,21,23,24 

2q#:28; Xaa Pos. 25,26,27,28,29,3*1,33,35,36,37,38,39,40,41,42,43,44,45,46 

2q#:28; Xaa Pos. 47,48,49,50,51,52,53,54,55,56,57,58,59,60,61,62,63,64,65 

sq#:28; Xaa Pos. 66,68,70,71,72,73,74,75,76,77,79,80,81,82,83,84,85,86,87 

*q#:28? Xaa Pos. 88,-89,90,91,92,93,94,95,96,97,98,100,102 

2q#:29; Xaa Pos . 2,3,11,16,19/23,26,35,39,41,50,52,56,57,58,60,61,65,71,73 

2q#:29; Xaa Pos. 75,80,82,84,89,96 

»q#:30; Xaa Pos . .2,3 

walid <213> Response: 

5e of "Artificial" only as "<213> Organism" response is incomplete, 

*r 1, 823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

=sq#:24, 25,26,27,28,29,30,31 , ^ 

se of <220> Feature (HEW RULES): M^^ -^ ■ 

squence(s) are missing the <220> Feature and associated headings. 

se of <220> to <223> is MANDATORY if <213> ORGANISM is -Artificial Sequence" 

^Unknown". Please explain source of genetic material in <220> to <223> 

action (See "Federal Register," 6/01/98, Vol. 63, No. 104, pp .29631-32) 

Jec. 1.823 of new Rules) 
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VERIFICATION SUMMARY 

PATENT APPLICATION; US/10/650 , 326A 



DATE: 04/26/2004 
TIME: 09:51:49 



Input Set : A : \ SEQUENCE LISTING. txt 
Output Set: N:\CRF4\04122004\JS50326A.raw 



L:2438 M:341 W: (46) "n" or "Xaa" used, for SEQ ID8:24 after poe.:0 
M:.34I Repeated in SeqNo=24 

L:2838 M:341 W: (46) "n n or "Xaa" used, for SEQ IDtf:25 after pos.:0 ; 
M:341 Repeated in SeqNo=25 

L:2893 M:341 W: (46) n n w or "Xaa w used, for SEQ ID#:26 after pos.:0 
L:3345 M:341 W: (46) "n" or "Xaa tt used, for SEQ ID#:27 after pos.:0 
Mi 341 Repeated in SeqNo=27 

L:3380 M: 258. W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:28 
I*:37i2 M:258/W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:28 
L:3828 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:28 
L:3830 M:341 W:\(46) "n« or "Xaa° used, for SEQ ID#:28 after pos.:0 
M:341 Repeated in SeqNo=28 

L:4008 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:29 
L:4010 M:341 W: (46) «n" or "Xaa" used, for SEQ ID#:29 after pos.:0 
M-.341 Repeated in SeqNo=29 

L:4051 M:341 W: <46) M n" or "Xaa" used, for SEQ ID#:30 after. pos.:0 

L:4060 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ#:31, <213> 

ORGANISMiArtificial . J 

L:4060 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:31, <213> 
ORGANi SM : Ar t if ic i al 

L:4060 M:258 W: Mandatory Feature missing, <223> Blank for SEQ#: 31, Line# : 4060 
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